Method: Collection of DNA Profile Samples for 16s/18s rRNA Gene Amplicon Analysis
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[bookmark: _GoBack]Brief description of protocol: A known volume of sample is filtered through either a 0.22 µm polyethersulfone filter cartridges (Sterivex-GP; EMD Millipore) or a 0.22 µm polytetrafluoroethylene polymer membrane (47mm diameter Omnipore; EMD Millipore), without any pre-filtration. Six casts were sampled throughout the cruise. Samples were collected by Niskin from 12 depths over the surface 500 m. Approximately 2L volumes were collected from 6 SIO Cast profiles for all depths into acid-washed and 3x sample-rinsed Nalgene bottles. Water was pumped using positive pressure through filters. Upon completion of filtration, any remaining sample on/within the filters was pushed out by syringe and the filter was immediately placed into a -80 freezer (no lysis media was added at sea to profile DNA samples). 

Other contributing protocols: The DNA is currently stored at -80°C. The DNA extraction method, primer selection and sequencing methods will be dependent upon the end user and desired information.  This current protocol just describes sample collection and storage.

Uncertainties and quality control concerns:  Samples were not prefiltered in order to capture the whole water community for amplicon sequencing or metagenomic sequencing.  The contribution of particle attached microbes and larger organisms may affect the contribution of eukaryotic DNA and attached prokaryotic DNA depending on time and depth of sample collection.

Data products originating with this method: 
	Parameter
	Units

	Genomic DNA for Amplicon or metagenomic sequencing

	Sample are archived for future analyses
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